Fig. S1. Polar lipids composition of strain NEAU-SSA 1 T . Abbreviations: DPG, diphosphatidylglycerol; PE, phosphatidylethanolamine; OH-PE, hydroxy-phosphatidylethanolamine; PI, phosphatidylinositol; PIM, phosphatidylinositol mannoside; PL, unidentified phospholipid. a, using ethanolic phosphomolybdic acid hydrate reagent. b, using ninhydrin reagent; c, using molybdenum blue reagent; d, using anisaldehyde reagent.
. Maximum-likelihood tree based on MLSA analysis of the concatenated partial sequences from five housekeeping genes (atpD, gyrB, recA, rpoB, and trpB) of isolate NEAU-SSA 1 T (in bold) and related taxa. Only bootstrap values above 50 % (percentages of 1000 replications) are indicated. Kitasatospora setae LM-6054 T was used as an out-group. Bar, 0.05 nucleotide substitutions per site. 1  2  3  4  5  6  7  8  9  10  11  12  13 14  15 16  17 18 19 20 21  22  23 24 25  26 27 28 29 30 31 32 33 34  35 36 37 38 39 40 41 42 43 44 
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